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Alw26l (BsmAl)  GTCTC(1/5) Tango™  50-100 100 0-20 0-20 100 100 | 1Xor 2X B Kol SoTiC . Uni
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20,
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BUffer compatlblllty fOf Common MOdIfVI“g Enzymes 1X, 2X Indicates final buffer concentration. How do | Perform a Double Digest?
— Incubation temperature is 37°C unless indicated in brackets, .g. (30°C). : - oot
DNA/RNA Enzyme activity in 1X buffers, % (Fokl)me  Indicates name of common enzyme, which has the same recognition specificity, but different Ihrgilrr:ggzzrmogz ;?nichleve ARSI R
L _ Tango™ Ecl136ll, Taq | Taqwith T4DNA cleavage pathern (neoschizomer). ’ ; i : : ,
modifying enzyme BamHI EcoRI | Kpnl | . Pfu | RT | . * . - . » Our DoubleDigest™ engine www.fermentas/doubledigest.com is a great tool to find
- X x Sacl with KCI| (NH.).SO, Ligase NR Ste; z:citlvr!tyte;ppeer;r?natnz gdregter than ?rf]?lﬂ 0\t/errd|gteizjit|0n (5 units 1 our). information on buffer and reaction conditions for your double digests. Simply select
T4 DNA Ligase* 75100 | 100 | 100 |75-100|75-100|75-100|75-100{75-100| 50 |75-100| 100 | 75 75 75 | 75 | 100 uffer is not recommended, because of high star activity. two restriction enzymes required for digestion, submit the query and follow the recom-
FastAP™ Thermosensitive ? - Greater than 50-fold overdigestion with enzyme may result in star activity. mendations. The DoubleDigest™ engine is continuously updated with newly released
R et 100 | 100 | 100 | 100 | 100 | 100 | 100 | 100 | 100 | 100 | 100 | 100 | 50 |75-100| 100 | nd dicates tormal Mactvation conditons Fermentas restriction enzymes.
Shrimp Alkaline Phosphatase 100 | 100 | 100 | 100 | 100 | 100 | 100 | 100 | 75-100 | 100 | 100 | 100 100 100 | 100 | nd N Indicates that only small amounts of the enzyme (up to 10 units) can be inactivated at 80°C in 20min, || 2 Chart ‘I‘Double Digestif)n using l{?iversal Tango™ Buffer” »
Calf Intestine Alkaline Phosphatase| 100 | 100 | 100 | 100 | 100 | 100 | 100 | 100 | 25-50 | 100 | 100 | 100 | 100 | 100 | 100 | nd B Do €6 e biooket o mpaied by Dam, Do or GoG methyiation of the target DNA ! e e coeaiaion o 00 DTer e or oo s n eraime
T4 Polynucleotide Kinase** 100 [75-100{ 100 | 100 |75-100| 100 | 100 | 100 | 50-75 | 100 |75-100| 100 0 0 | 100 | 100 mw Overlapping Dam, Dom or CpG methylation may block or impair DNA cleavage. the digests can be preformed t the Samegﬁme. AYmes:
DNA Polymerase |, E.coli 100 | 25-50 [75-100] 100 | 100 | 100 | 100 [ 100 | 50-75 | 100 [50-75] 100 | 100 [ 100 | 100 | nd T e e B e AT S b If the two restriction enzymes require different concentrations of Tango™ bufer, perform
Klenow Fragment 100 | 2550 | 20-50 | 100 | 100 | 100 | 100 | 100 | 50-75 | 100 |50-75| 100 | 100 | 100 | 100 | 100 H=ACHT, N=GATorC; V=ACorG il e e Lo bg”;re"mﬂesz
- " : . in 1X Tango™ buffer, then add an additional aliquot of the 10X Tango™ buffer (1/8 o
Klenow Fragment, exo 100 | 2550 | 25-50 | 100 | 100 | 100 | 100 | 100 | 50-75 | 100 |75-100] 100 | 100 | 100 | 100 | nd For detailed information, see Certificate of Analysis supplied with each product. initil reaction volume) to attin  final 2X Tango™ buffer concentration, Then perform
T4 DNA Polymerase 100 |75-100| 75100 100 | 100 | 100 | 100 [ 100 | 100 | 100 [ 100 | 50 | 100 | s0 | 100 | 100 [XBGHERBINN 0 mii Tris-HC! (pH 7.5 at 37°C), 10 mM MgCl, 0.1 mg/mi BSA digestion with the second enzyme,
T7 DNA Polymerase 100 |75-100] 100 | 100 | 100 | 100 | 100 |75100] 75100 | 100 | 100 | nd | nd | nd | nd | nd AXOBUFERBINN 10 i Tris-HC (pH 7.5 at 37°C), 10 mM MgCl, 50 mM Nacl, 0.1 mg/ml BSA 3. Double Digestion using Fermentas Color-coded Buffers
Exonuclease |, E.coli nd nd nd nd nd nd nd nd nd nd nd 100 100 100 nd nd _50 mM Tris-HCI (pH 7.5 at 37°C), 10 mM MgClz, 100 mM NaCl, 0.1 mg/ml BSA » If possible, use the buffer in which both enzymes have 100% activity.
Exonuclease Il E.coll 025 1 100 125501 025 | 025 125501 025 1025 | 100 1025 | 100 | nd p 0 1 d | nd [CBURERRININ 10 m\i Tris-HCI (pH 8.5 at 37°C), 10 mM MgCh, 100 mM KCI, 0.1 mg/mi BSA » If this is not possible, choose the buffer in which both enzymes maintain at least 20%
L o of their activity. Increase the amount of the enzymes in your digest according to their
Lambda Exonuclease nd | nd | nd | nd | nd | nd | nd | nd | nd | nd | nd | 5075 | 5075 5075 nd | nd e T Sl acett OO0 ST R e, B9 i e aoete, 0 MO 1| actty nrat uter
* —huffers were supplemented with 0.5 mM ATP, required for T4 DNA Ligase activity. . B LS .a.ce e (p, 2a ), 20 mM Mg-acetate, e e » For enzymes that are prone to relaxation of site specificity, use a buffer in which they
** _the activity of this enzyme was compared to activity in buffer A (for forward reaction).  nd — not determined. Unique Buffer | or composition of unique buffer see 2008/09 Catalog p.158 do not exhibit star activity.

Protein Ladders DNA Ladders RNA Ladders

/A
“'ET Spectra™ PageRuler™ PageRuler™ GeneRuler™ 1 kb DNA Ladder GeneRuler™ 1 kb Plus GeneRuler™ 100 bp DNA Ladder GeneRuler™ 100 bp Plus RiboRuler™ Low Range RiboRuler™ High Range
DN A DlGESTIUN M ADE Multicolor Broad  Plus Prestained Prestained #3M0311/2/3 DNA Ladder #5M1331/2/3 #3M0241/2/3 DNA Ladder #5M0321/2/3 RNA Ladder RNA Ladder
Range Ladder Protein Ladder Protein Ladder 0’GeneRuler™ 1 kb DNA Ladder,  0’GeneRuler™ 1 kb Plus 0’GeneRuler™ 100 bp DNA Ladder, 0’GeneRuler™ 100 bp Plus #SM1831/3 #SM1821/3
AS EASY AS... ) #5M1841 #SM1811 #SM0671 ready-to-use #SM1163 DNA Ladder, ready-to-use #5M1343  ready-to-use #SM1143 DNA Ladder, ready-to-use #SM1153
CHILD’S PLAY! 3 kDa kDa. kDa. bp_ngl05ug % by ng/05ug % bp ng/05pg % bp ng/05pg % bases ng/1 i basesng/1 ul
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Restriction Enzymes Set the New Standard 10 w— |10 0 2 2 %5 g 2 2 2
S S e 2 g g
© ) © ; .c\_‘:' 'i ’é =X X
S (&) (&) — — — — N —
. 4-20% Tris-glycine 8-16% Tris-glycine 8-16% Tris-glycine 0.5 pg/lane, 8 cm length gel, 0.5 pg/lane, 8 cm length gel, 0.5 pg/lane, 8 cm length gel, 0.5 pg/lane, 8 cm length gel, 2 ul/lane, 8 cm length gel, 2 pl/lane, 8 cm length gel,
www.fermentas.com/ fastdlgest SDS-PAGE SDS-PAGE SDS-PAGE X TAE, 7V/cm, 45 min 1XTAE, 7V/cm, 45 min X TBE, 5V/cm, 1h X TBE, 5V/cm, 1h 1XTAE, 5V/cm 1XTAE, 5V/em
@ 0’GeneRuler™ DNA Ladders are supplied with 6X Orange DNA Loading Dye GeneRuler™ DNA Ladders are supplied with 6X DNA Loading Dye Supplied with 2X RNA Loading Dye
5 PureExtreme and FastDigest are registered trademarks of Fermentas.
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